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AF019629 , . 3673 bp DNA linear BCT 14-APR-1998 

Actinomyces naeslundii fimbrial structural subunit (fimA) and 
putative f imbf ia-associated protein genes, complete cds . 
AF019629 

AF019629. 1 GI: 3036997 

Actinomyces naeslundii 
Actinomyces naeslundii 

Bacteria; Actinobacteria; Actinobacteridae; Actinomycetales / 
Actinomycineae; Actinomycetaceae; Actinomyces. 

1 (bases 1 to 3673) 

yeung,M,K., Donkersloot , J.A. , Cisar , J.O. and Ragsdale,P.A. 

Identification of a gene involved in assembly of Actinomyces 

naeslundii T14V type 2 fimbriae 

Infect. Immun. 66 (4), 1482-1491 (1998) 

98187920 

9529071 

2 (bases 1 to 3673) 

Yeung,M.K., Ragsdale, P. A. , Cisar,J.O. and Donkersloot,J.A. 
Direct Submission 

Submitted (15-AUG-1997) Pediatric Dentistry, UTHSCSA-San Antonio, 
7703 Floyd Curl Drive, San Antonio, TX 782 84, USA 
Location/Qualifiers 
1..3673 

/organism="Actinomyces naeslundii" 
/mol_type= "genomic DNA" 
7-strain="Tr4V" ' '~ " ~ ~~~~ 
/db_xref="taxon:1655" 
482. .2089 
/gene="f imA" 
482. .2089 
/gene- "fimA" 

/note= "Gram-positive bacterial consensus cell wall sorting 
signal sequence at the carboxyl terminal end of protein; 
type 2" 

/codon_start=l 
/transl_table=ll 

/product=" fimbrial structural sxabunit" 
/protein_id= " AAC13545.1 " 
/db_xref ="GI : 3036998" 

/ 1 rans 1 a t ion= " MKHNASTLGRRAAAAAGVLTLAFLGLAPSAVATETPNYGNIKTD 
ATGSLAIHKHLNGGGKDIGNPTGTPQNADSKGTPVQGWFTAYPITDINLKDPAGWDT 

ISDLSKAGVPDSACTNPAAPTLGAHKFGTPKVSPATNDEGLATITEMPVQAYTiVCKTT 

TPGNIVQKAKPFWTVPHPNTAAGADGQWIYDVHVYPKNEAISVEKSIQEQKLNGYGV 
GSLIKFPVSSTAPTLDAKSFYKYFQLRDTLDDRLTAVTATEVSLEGTTLDPTDYKVDT 
KGQTVTVTFTAEGLKKI KAAPGKKVS AVFQGKVTEARNGAITNRAQVI SDTVYAEQPP 
TPEEPPANPENPPTSNEVTSRWGDLLIKKVDNHQQGQDKAGLQGAQFQLYKAKNAYAG 
TCTKDKEGDPIAINGETTLTTDAQGAINVKGLFISDSIDGANRDNQKDATARCYVLVE 
TKAPAGYVLPAGDGAVTPVKIEVGAVTTDNVTIENTKQSVPGLPLTGANGMLILTASG 
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- . ASLLMIAVGSVLVARYRERKQNANLAL" * • 

CDS 2468.-3565 , 

/note="orf 365" 
/codon_start=l 
/transl_table=ll 

/product= "putative f imbria-associated protein" 
. /protein id=" AAC13546 . 1 " 
/db__xref="GI: 3036999" 

/ trans 1 at ion= " MGLLTYPTAASWVSQYNQSKVTADYSAQVDGARPDAKTQVEQAH 
AYNDALSAGAVLEANNHVPTGAGSSKDSSLQYANILKANNEGLMARLKIPSISLDLPV 
YHGTADDTLLKGLGHLEGTSLPVGGEGTRSVITGHRGIiAEATMFTNLDKVKTGDSLIV 
EVFGEVLTYRVTSTKWEPEETEALRVEEGKDLLTLVTCTPLGINTHRILLTGERIYP 
TPAKDLAAAGKRPDVPHFPWWAVGLAAGLIWGLYLWRSGYAAARAKERALARARAAQ 
EEPQPQTWAEQMRIWMDDDAGVEPQRWFTDLPVPPQPSEMENLALLEEIASLSAPSGR 
WDDQELIDTAEIPVLDATRPSAGTSGRTHRL " 

ORIGIN 

1 cccgggcggc ccctacgccg atacggaccc cgcggccggt tccttcaccg tgaccggcct 
61 gccctgggac acgcgctcct actccctggt ggagaagcgg gctcccgcgg gataccggct 
121 tgacacgacg agccgcagct tcgccatcaa gcccaacgcc ctccagtact ccttctcgaa 
181 ggccttcacc aacgagaagg cggccacccc ccgcttgccc ctgacaggcg ggcgcggtgc 
241 gcacatcttc ctgatcgcag gagcggtcgt ctccgctctg gcgatctcca ccggactcct 

3 01 caggaggcgc cgtcactgca acctcgactg atccgcccac cgacccacgc atgaaaggtc 
361 ggaggcgccg gtgacgccgt cggacaagac ggagccgtcc accggagaaa gactccctat 
421 ccatctccat accacgcgtt cgcatctccc cgcggcgcac agtgaaagga aatcccaacc 

4 81 catgaagcac aacgccagca cgctggggcg tcgggctgct gccgcagccg gtgtcctcac 
541 cctggccttc ctcggcctgg ccccttcggc cgtggccacg gaaacgccta actacggcaa 
601 catcaagacg gatgcgacgg gctccctcgc catccacaag cacctcaacg gtggtggcaa 
661 ggacatcggt aaccccaccg gtaccccgca gaacgcggac agcaagggga ctcccgtcca 
721 gggcgtcgtc ttcaccgcct acccgatcac cgacatcaac ctgaaggacc ccgccgggtg 
7 81 ggacacgatc agtgacctgt ccaaggccgg cgtgccggac agcgcctgca ccaaccccgc 
841 cgcccccacg ctgggagcgc acaagttcgg cacccccaag gtctccccgg ccaccaacga 
901 cgagggactc gccacgatca cggagatgcc ggttcaggcc tacctcgtgt gcgagaccac 
961 gacccccggc aacatcgtcc agaaggccaa gcccttcgtg gtgacggttc ctcacccgaa 

1021 caccgctgcg ggcgccgacg gccagtggat ctacgatgtc cacgtctacc ccaagaacga 
1081 ggccatcagc gttgagaaga gcatccagga gcagaagctc aacggctacg gtgtcggctc 
1141 cctcatcaag ttcccggtga gctcgacggc gccgactctc gacgccaagt ccttctacaa 
1201 gtacttccag ctcagggaca ccctggacga ccgcctcacg gcggtgaccg ccactgaggt 
"1261 'ctccctcgag "ggcacgaccc-tggatcrrcacr-cgactacaag-gtggacacc^^ 
1321 cgtcaccgtc accttcaccg ccgagggtct gaagaagatc aaggccgccc ccggcaagaa 
13 81 ggtgtccgcc gtcttccagg gcaaggtgac cgaggcccgc aacggcgcca tcacgaaccg 
1441 ggctcaggtg atcagcgaca ccgtctacgc cgaacagccc ccgacgcccg aggagccccc 
1501 ggcgaaccct gagaacccgc cgacctctaa cgaggtgact tcccgctggg gcgacctgct 
1561 catcaagaag gtggacaacc accagcaggg ccaggacaaa gccggcctcc agggcgctca 
1621 gttccagctg tacaaggcca agaacgccta cgccggtacc tgcaccaagg acaaggaagg 
1681 cgaccccatc gccatcaacg gcgagaccac gctgaccacg gacgcccagg gcgccatcaa 
1741 cgtcaaggga ctgttcatct ccgactccat cgacggtgcg aaccgtgaca accagaagga 
1801 tgccaccgcg cgctgctacg tcctggtcga gaccaaggct ccggccggct acgtcctgcc 
1861 cgccggtgac ggcgccgtga cccccgtcaa gattgaggtc ggtgcggtga ccacggacaa 
1921 cgtcaccatc gagaacacca agcagtcggt tccgggcctg cccctgaccg gtgccaacgg 
1981 catgctcatc ctgaccgcct ccggcgcgtc cctgctgatg atcgccgtcg gctccgtcct 
2041 cgtggcccgc taccgcgagc gcaagcagaa cgcgaacctc gcgctctgat gacaccggct 
2101 gtcggtcggg accagtgagc cccggccgac agccacgacc gcaagggcac cacctcaccc 
2161 acgtcgtgac cggttctgaa cccgtctcga tcgtgaggtg gtggcctgag cggaaccggt 

:>:>9i gragg^^ar^r g ar gganrcc gat cc gcc gg g c g c ctgcac : cgc catatqc qaacccqcac 

2281 catccccacc ccgacacacc cgaccctgga agcgcacgag gcccccatga tctctcgcaa 
2341 agcacgcaca ccccgcaccg cccggactcc gcgcacccgc gcctcgagcc tccagaagca 
2401 tcgtcgtccc cgggcctggc gcctgtcggt ctccgccctg gtcacctcca tcatggcggt 
2461 ggtgggcatg gggctgctga cctatccgac ggcggcctcc tgggtctccc agtacaacca 
2521 gtcgaaggtg actgccgact actccgccca ggtcgatggg gctcgtccag atgccaagac 
2581 ccaggtcgag caggcgcacg cctacaacga cgcgctctcg gccggggcgg tcctggaggc 
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2641 caacaaccac gtccccaccg gtgccggctc cagcaaggac agctccttgc. agtacgccaa , 
2701 catcctcaag gccaataacg agggcctcat ggcccgtctc aagatcccct ccatctccct 
2761 ggacctgccc gtctaccacg gcacggccga cgacaccctg ctcaagggcc tggggcacct 
2821 ggagggcacc tcgttgccgg tcgggggaga ggggacccgc tcggtcatca ccgggcaccg 
2881 aggtctggcc gaggccacca tgttcaccaa cttggacaag gtcaagaccg gtgacagcct 
2941 catcgtcgag gtcttcggag aggtcctcac ctaccgggtc accagtacca aggtcgtcga 
3001 gcccgaggag accgaggccc tgcgcgtcga ggagggcaag gacctgctca ccctggtgac 
3061 ctgcacgccc ctgggcatca acacccaccg catcctgctg accggtgagc gcatctaccc 
3121 gaccccggcc aaggacctcg cggcggcggg caagcgccct gacgttcccc acttcccctg 
3181 gtgggccgtg ggcctggcgg cgggactcat cgtcgtcggg ctgtacctgt ggcgctcggg 
3241 ctacgcggcg gcgagggcca aggagcgcgc cctggccaga gcccgggccg cgcaggagga 
3301 accgcagcca cagacctggg cggagcagat gcggatctgg atggacgacg acgccggtgt 

33 61 cgagccccaa cggtggttca ccgaccttcc ggtacctccc cagccctccg agatggagaa 
3421 cctggcgctc ctggaggaga tcgcctcgct gtccgcgccg tccggccgct gggatgatca 

34 81 ggagctcatc gacaccgctg agatcccggt actggatgcg acacgcccga gcgcggggac 
3541 cagtgggcgg actcacaggc tctaggcccc atcctgggtt ccgctgcccg tgggagccct 
3601 gataccgtaa tccggccggc caagggtgtg cgcctgtacg cccctggttg tgccgccccg 
3661 gggtcacccc ggg , ' 
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